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12:50 - 13:00 Opening Remarks

13:00 - 14:30 Session |: Solving the Unsolved

13:00 - 13:30 Reanalysis of NGS data to increase diagnostic yield
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13:30 - 14:00 Detection of mosaicism to increase diagnostic yield A{ZClij<tu
14:00 - 14:30 SV In rare genetic diseases

14:30 - 15:30 Session ll: Interesting Case Discussion Series

12:30 - 12-50 Mechanism for SNCA duplication in Parkinson's Disease
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Suspicion and confirmation of structural variants from IGV findings
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Next-generation seguencing in hematologic malignancies

14:50 - 15:10

15:10 - 15:30

15:30 - 15:40 Break

15:40 - 16:30

15:40 - 16:00

16:00 - 16:15

The Experience of The Korean Supporting Program
16:15-16:30  for Genetic Diagnosis of Rare Diseases

16:30 - 18:00 Session IV: Emerging Issues in Molecular Diagnostics

Circulating tumor DNA analysis: Opportunities and challenges
MECetnE# O x|+
Molecular diagnosis for COVID-19: Experiences from the field
TEHe|zH HdAH
Beyond next-generation sequencing. Long-read sequencing technologies
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16:30 - 17:00

17:00-17:30

17:30 - 18:00




